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454 FLX raw reads

FA9TD5U02FJZERITD5U02FVI8C
————

F49TD5U01BUNQJF49TD5U02H2KC3

F49TD5U01ECJP6 F49TD5U01BPEFA9TD5U01CLMMS

F49TD5U01BM7G4 F49TD5UO1TANUSN

F49TD5U02J0Q3B F49TD5U01B5S2P
F49TD5U02GB2ZY F49TD5U02HPS3W
T ———— e E—

F49TD5U01BNAHA

F49TD5U01DYQIM
—

F49TD5U02JKAPT

F49TD5U01AMAIY  F49TD5U02FVFLG

F49TD5U02G8PU1  F49TD5U01BKAOW

F49TD5U01BPSUT F49TD5U01ATL45

F49TD5U02HWCHE9TD5U02F4TEY

F49TD5U02IFBA8

F49TD5U01E1UJG
B ————— YT e T ——

F49TD5U01A2EN4

F49TD5U01DSU6I
F49TD5U02IAQCO
F49TD5U01DDC30
F49TD5U01BLKTK
F49TD5U01A044N
F49TD5U02GQFWW
F49TD5U01BT5NL
F49TD5U02G5KIL
F49TD5U02FUA9B

F49TD5U01E01P1

F49TD5U02G6AQ0

F49TD5U01EV5EQ

F49TD5U02J06VD
F49TD5U01DMDG1
F49TD5U01D12Z1

F49TD5U02HP89B
?49TD5U01 DF4US

F49TD5U02IV7Q1

F49TD5U01EDPOX

F49TD5U02HAUWQ

F49TD5U02IF9B9
F49TD5U01AYEZU
F49TD5U01BDX4H

F49TD5U02GT8FB

F49TD5U021Q0QD

F49TD5U02FIXTO
F49TD5U02JI0UY
F49TD5U02H6KR1

F49TD5U02HXZ5R

F49TD5U02GAEQ9

Difference between 454 FLX reads and reference genome

454 FLX reads density
Raw reads density

Msel restriction site

454 FLX raw reads from microsateIIFites enriched libra

7K6KGJ02DE8U1:18-322
———

TRF predicted microsatellites

F49TD5U01DGYPP

F49TD5U02FPF93

F49TD5U02HKOAG
——

F49TD5U01DMT4Q

F49TD5UO1EG5MT
I ——

F49TD5UO1ELUUR

vG/A 100% (Synonymous variant)

F49TD5U02HCLAU
“F4STDSUOTDEEN
“FaoTos00GHRM
= F4STDSU02GEUQF
|

F49TD5U02JO01MF
——

vHC
C/- 100% (Frame shifting poly
vHC
CIT1
100
50
0

Msel
1

F7K6KGJ02C4IZL:34-394
F7K6KGJ02C6TOY:11-372
F7K6KGJ02CYDQC:33-393
F7K6KGJ02DE2S9:34-394
F7K6KGJO2DNMSH:19-382
F7K6KGJ02DQO9Z:33-393
F7K6KGJ02DWZP0:32-392
F7K6KGJO2EEX1T:33-394
F7K6KGJ02EL1B2:17-381
F7K6KGJO2ETI9SR:29-389
F7K6KGJ02DHBVA:33-392
F7K6KGJ02EASU6:34-423
e—

ACGAGG)*2.50 LAAC)"5.30

GAGGACGAGGACGA AACAACAACAACAAC
ACGATG)"3.30

GATGACGATGACGAGGACGA

Difference between 454 FLX reads from microsatellites enriched library and reference genome

454 FLX reads density from microsatellites enriched library

Normal
C/- 100%

Raw reads density



