scaffold_1

l L L L L L L L L L l L L L L L L L L L l
886k 887k 888K
Definition line

Annotated Genes
e _gw1.1.75.1

Transcrigts
e gw1.1.75.1

Unknown product
e_gw1.1.75.1.t01

Unknown product
Codin? Regions
e gw1.T.75.1

Unknown product
e_gw1.1.75.1.t01

Unknown product
tRNAs

Annotated Repeats
DNA/GC

" QWWW 83%
38%

Difference between 454 FLH)é reads and reference genome
"/A 100% (Non-synonymous variant GIn -> Leu) "/C 91% (Non-synonymous variant Asn -> Asp)
HC

YrGer- 100%
454 FLX reads density

Raw reads density
10 100




